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9.1 General Principles

9.2 Specification of Structural
Rearrangements

9.2.1 Additional Material of
Unknown Origin

9.2.2 Deletions

9.2.3 Derivative
Chromosomes

9.2.4 Dicentric
Chromosomes

9.2.6 Fission
9.2.7 Fragile Sites

9.2.8 Homogeneously
Staining Regions

9.2.9 Insertions

9.2.5 Duplications

The symbol dup indicates a duplication. Duplications are a gain of a chromosome segment observed at the
original chromosome location. When a gain of a chromosome segment is found elsewhere in the genome,
der or ins should be used depending on the rearrangement. The orientation of the duplicated segment is
indicated by the order of the bands from pter to qgter. Note that no arrow is used in the short form to indicate
the orientation.

46,XX,dup(1)(p34p31)
46,XX,dup(1)(pter—p31::p34—qter)
Duplication of the segment between bands 1p34 and 1p31 with no change in orientation.

46,XX,dup(1)(p31p34)

46,XX,dup(1)(pter—p31::p31—p34::p31—qter) or dup(1)(pter—p34::p31—p34:p31—pter)
Duplication of the segment between bands 1p34 and 1p31. in reversed orientation relative to pter and gter. Note that
only the detailed form will clarify the location of the duplicated segment.
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46,XX,dup(1)(pter—p31::p31—p34::p31—qter) or dup(1)(pter—p34:p31—-p34::p34—-qter)

« AVSAUIROISCNTRI-Y—HIERfiEiReFATE2LIC. IT15-h50
Erratum (SE#7-5T1IEFIR) [BERMBEFHESCSINTVET.

I~
Karger~

&

Genetics

RESEARCH


https://bit.ly/ISCN2020VIDEOJ

ISCN Online 1—-¥—-4#4R

IA=3A:

FICRIFRENIZISCNDIA—SAT(E, I—Y - N 21 -71E5EI DL
WTEFT . COFEFRHIBHEREIISCNOFTEN, SEEERT I —-TEDOXTEE
TERHMOEERERLT M)A AMEENBRIGZ IR I HIET, RIFHR
BRI EYR—PLET . ISCNOIRESICEFERIULD. BENRH
EvI(COVWTHEDI—H - EPDERDUIED. IREPRINTHIEHZKarger(CE
X EURDIBTENERTT . Fo. TNENOUVIIZA MERKEF(C, #K%E
FIN—TEIDHTRENTEET.

L i
Karge\r"‘ Rl s HevS 1005 _

& Q=
all categories *» Top  Categories + NEW TOPIC
C v
\calegary,,
OBI &9+ @ |i=I=@ o pea Q

+ SUBMITTOPIC | cancel «

ISCNA>S1>M&

Human Genome Variation Society (HGVS) 0O#r&EI>ToY%
BDANDET. F16EZ2LDFEIRFETERLICLTVET,, ZILRHATEN
TFANCEHEICVICATERMRR I DO BHUTVET,

ISCN2020ENRIARESTEEN DE—AETY .

BEDERRAN GRS Z ULV OZHC, INTOBEEDISCNIT (23>
(7—h17)6PDFTIRMHLTVFT .

l-
Karger< ;

&

Genetics

RESEARCH



